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1
SEQUENCE LISTING

<110> Ssnorr: S. Thorgeirsson

<€120> cDONA ENCODING A GENE BOG (BST
OVER-EXPRESSELD GENE) AND ITS PROTEIN PRODUCT

<130> 11613.29W0I:

<150> 60/079,567
<151> 1998-03-27

<160> 1:
<170> FastSEQ for Windows Version 3.0

<210> 1

<211> 1897

<212> DNA

<213> RATTUS NORVEGICUS

<€220>
<221> CDS )
<222> {18)...(536)

<400> 1
gtctcacgtc tgcatta atg gtg tcc cct acc aag gca gtg att gtt cct 50
Met Val Ser Pro Thr Lys Ala Val Ile Val Pro
1 5 10

999 aac gga ggc ggg gat gtg gcc acc cac ggc tgg tac ggc tgg gtg © 98
Gly Asn Gly Gly Gly Asp Val Ala Thr His Gly Trp Tyr Gly Trp Val
15 20 25

4ga aag ggg ctg gag cag att cct ggt ttc cag tgt trg gct aaa aac 146
Arg Lys Gly Leu Glu Gln Ile Pro Gly Phe Gln Cys Leu Ala Lys Asn
30 35 40

atg cct gac cca att acc gect ¢ga gag agc atc tgg ctg ccc ttc atg 194
Met Pro Asp Pro Ile Thr Ala Arg Glu Ser Ile Trp Leu Pro Phe Met
45 50 55

gag aca gaa ctg cac tgt gat gag aag acc atc atc ata ggc cac agt 242
Glu Thr Glu Leu His Cys Asp Glu Lys Thr Ile Ile Ile Gly His sSer
60 65 70 78 -

tcec ggg gcec atc gca goc atg agg tat gca gag aca cat cag gta tac 290
Ser Gly Ala Ile Ala Ala-Met Arg Tyr Ala Glu Thr His Gin Val Tyr
80 85 .

gct ctc ata ttg gtg tct gca tac aca tca gac ttg gga gat gaa aat 338
Ala Leu Ile Leu Val Ser Ala Tyr Thr Ser Asp Leu Gly Asp Glu Asn
95 100 105

gag cgt gca agt ggg tac ttc agc cgc ccc tgg cag tgg gag aag atc 386
Glu Arg Ala Ser Gly Tyr Phe Ser Arg Pro Trp Gln Trp Glu Lys Ile
110 115 120

4ag gcc aac tgc cct cac att ata cag ttt ggc tct act gat gac ccc 434
Lys Ala Asn Cys Pro His Ile Ile Gln Phe Gly Ser Thr Asp Asp Pro
125 130 135

ttc ctt cca tgg aag gaa caa caa gaa gtg gca gat agc tgg acg cca 482
Phe Leu Pro Trp Lys Glu Gin Gln Glu Val Ala Asp Ser Trp Thr Pro
140 145 150 155

aac tgt aca aat tca Ctg acc gtg gtc act ttc aga aca cag agt tcc 530

Asn Cys Thr Asn Ser Leu Thr Yal Val Thr Phe Arg Thr Gln Ser Ser
160 165 170

SUBSTITUTE SHEET (RULE 26)
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atg aac tgattagagt ggtgaagrtct atgctgadic ctgctctgta acacgccagg 586
Met Asn
atggggtaga agagtaacag ccgctaccct cacacagctt agacatggac gtccgtccag 646
ttagactaca gaagtgtctg agcaacaaac ccatttgaac actcacactg agttagtagce 706
acttccagtt cccacagage ttaaatctcc ccaaaagcta ctagctacag cagtatgttt 766
cctgtttgat aagagacagg CCTLCLATtCT Itaagctatc ctgttgatgc aaagagagtt 826
aagtcagaag aatccagaac ttgacataga cctggttgtg tgtccctgta atcatttcag 886
aaagcagggt caggagggaa ggctatcttg accctgtctic agaaagagtg agcaagaaga 946
tgacccaggt crcctgagge tcattccaaa ttataactca ctatgtttag caagatgtgt 1006
tccacttctg agaccccagt acttggaaaa ctgaggaagg ttcatcttga gtttgagacc 1066
ttgtcraggc taagtaaacc ctgtctcaaa acaacaacaa aaacaggttt tcattcaact 1126
tatatgactg acactttcca tttgtaataa aaaattttct cttactgggg aaatgaaaac 1186
acgattcaag gtccagaatg ttgtcttaga actcaaaact ctggttgctc tttaaaacetg 1246
gctcaagaga ataaactcaa acttgggtgt tcatcattga aattcctgac cccaccacgt 1306
ccccaaccgt ccagactcta cagtgagagt gacacatatg atgctagtag actgcaggca 1366
gtatctgtta tacactgtat agactgcaga ttcgatcatg ggagrgctgc aatatagaaa 1426
tgrgacctat grtetrttttta ctagagaata tagtgtgtat ataattccta catgaattat 1486
ggtaactggg aacagcattg taattaaaag atttgcaaat gctactacaa gacaaagacc 1546
aggtcatccc tttgtgaact tggrcgraaa catttttaga atctctatga agtccaagaa 1606
aaacaagata actaaaatga cataatacta aagggtggaa aacaaggagc aatcgtattt 1666
tgttacttaag tttttaagta tcttcaaaag aactttteca gggctaggga gaaggctgac 1726
agtcaagagg ctactgagtt tttrttccaga gttctgagtt caattcccag caactacatg 1786
gtagtcacaa ccatctgtaa tggacccgat gccctcttct ggtgtgtctg aagacagcta 1846
cagtgtactc acatacataa aataagtaaa tcttaaaaaa aaaaaaaaaa a 1897
<210> 2
<211> 173
<212> PRT
<213> RATTUS NORVEGICUS
<400> 2
Met Val Ser Pro Thr Lys Ala Val Ile Val Pro Gly Asn Gly Gly Gly
1 5 10 15
Asp Val Ala Thr His Gly Trp Tyr Gly Trp Val Arg Lys Gly Leu Glu
20 25 30
Gln Ile Pro Gly Phe Gln Cys Leu Ala Lys Asn Met Pro Asp Pro Ile
35 40 45
Thr Ala Arg Glu Ser Ile Trp Leu Pro Phe Met Glu Thr Glu Leu His
50 55 60
Cys Asp Glu Lys Thr Ile Ile Ile Gly His Ser Ser Gly Ala Ile Ala
65 70 75 80
Ala Met Arg Tyr Ala Glu Thr His Gln Val Tyr Ala Leu Ile Leu Val
85 90 95
Ser Ala Tyr Thr Ser Asp Leu Gly Asp Glu Asn Glu Arg Ala Ser Gly
100 105 110 :
Tyr Phe Ser Arg Pro Trp Gln Trp Glu Lys Ile Lys Ala Asn Cys Pro
115 120 125
His Ile Ile Gln Phe Gly-Ser Thr Asp Asp Pro Phe Leu Pro Trp Lys
130 135 140 .
Glu 'Gln Gln Glu Val Ala Asp Ser Trp Thr Pro Asn Cys Thr Asn Ser
145 150 155 160
Leu Thr Val Val Thr Phe Arg Thr Gln Ser Ser Met Asn
165 170
<210> 3
<211> 98
<212> PRT
<213> Human papilloma virus
<400> 3
Met His Gly Asp Thr Pro Thr Leu His Glu Tyr Met Leu Asp Leu Gln
1 5 10 15
Pro Glu Thr Thr Asp Leu Tyr Cys Tyr Glu Gln Leu Asn Asp Ser Ser
20 2 30
Glu Glu Glu Asp Glu Ile Asp Gly Pro Ala Gly Gln Ala Glu Pro Asp
35 40 45
Arg Ala His Tyr Asn Ile Val Thr Phe Cys Cys Lys Cys Asp Ser Thr
50 55 60
Leu Arg Leu Cys Val Gln Ser Thr His Val Asp Ile Atrg Thr Leu Glu
85 70 75 80
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Asp Leu Leu

Lys Pro

<210>
<211>
<212>
<213>

<400>
Asn Ala Phe

Ser Asp Asp

<210>
<211>
<212>
<213>

<400>
Asn Leu Val

Pro Pro Ser

<210>
<211>
<212>
<213>

<400>
Leu Ile Gly

Glu Ile Asp

<210>
<2l1>
<21i2>
<213>

<400>
atggtgtccc
cacggctggt
gctaaaaaca
acagaactgc
gccatgaggt
tcagagtttg
gagaagatca
cttcecctgga
ctgaccgtgg

<210>
<211>
<212>
<213>

<400>
Met Val Ser

Asp Glu Thr

Lys Ile Pro
35
Thr Ala Arg
50
Cys Asp Glu
65
Ala Met Arg

PR

85

4
20
PRT

Simian virus

4

S0

-
e

3 PCT/US99/04142
Met Gly Thr Leu Gly Ile Val Cys Pro Ile Cys Ser Gln

95

Asn Glu Glu Asn Leu Phe Cys Ser Glu Glu Met Pro Ser

5
Glu
20

5
22
PRT

Adenovirus

5

10

15

Pro Glu Val Ile Asp Leu Thr Cys His Glu Ala Gly Phe
10

5

Asp Asp Glu

15

20
6
19
PRT
Human
6
Pro Glu Thr Leu Val Cys His Glu Val Asp Leu Thr Ser
S 10 15
2
522
DNA
Human
7
ccagcaaggc agtgattgtt cccgggaaga taggtgggga tgagaccacc
atggctgggt gaaaaaggag ctggagaaga tacctggttt ccagtgtttg
tgcccgaccc aattaccgceg cgagagagca tctggctgcc cttcatggag
actgtgatga gaagactatc atcattggcc acagttccgg ggccatcgcg
atgcagaaac acatcgagta tatgctctca tattggtgtc tgcatacaca
gagatgaaaa tgagcgtgca agtgggtact tcagccgccec ctggcagtgg
aggccaactg ccctcacatt gtacagtttg gctctactga tgaccccttce
aggaacaaca agaagtggca gatagctgga cgccaaattg tacaaattca
tcactttcag aacacagagt tccatgaact ga
8 4
173
PRT
Human
8
Pro Ser Lys Ala Val Ile Val Pro Gly Lys Ile Gly Gly
S 10 15
Thr His Gly Trp Tyr Gly Trp Val Lys Lys Glu Leu Glu
20 25 30
Gly Phe Gln Cys Leu Ala Lys Asn Met Pro Asp Pro Ile
40 45
Glu Ser JIle Trp Leu Pro Phe Met Glu Thr Glu Leu His
S5 60
Lys Thr Ile Ile Ile Gly His Ser Ser Gly Ala Ile Ala
70 75 80
Tyr Ala Glu Thr His Arg Val Tyr Ala Leu Ile Leu val
85 S0 95

SUBSTITUTE SHEET (RULE 26)
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Ser Ala Tyr Thr Ser Giu Phe Gly Asp Glu Asn Glu Arg Ala Ser Gly
100 105 110

Tyr Phe Ser Arg Pro Trp Gln Trp Glu Lys Ile Lys Ala Asn Cys Pro

118 120 125
His Ile Val Gln Phe Giy Ser Thr Asp Asp Pro Phe Leu Pro Trp Lys

130 135 140
Glu Gln Gln Glu Val Ala Asp Ser Trp Thr Pro Asn Cys Thr Asn Ser
145 150 155 160
Leu Thr Val Val Thr Phe Arg Thr Gln Ser Ser Met Asn
165 170

<210> 9

<€211> 522

<212> DNA

<213> Mus musculus

<220>
<221> CDS
€222> (1)...(522)

<400> 9
atg gcg tcc ccc aac aag gca gtg att gtt cct ggg aac gga ggc ggg 48
Met Ala Ser Pro Asn Lys Ala Val Ile Vval Pro Gly Asn Gly Gly Gly
1 5 10 15
gat gtg gcc acc cac ggc tgg tat ggc tgg gtg aaa aag ggg ctg gag 96
Asp Val Ala Thr His Gly Trp Tyr Gly Trp Val Lys Lys Gly Leu Glu
20 25 30

cag att cct ggt ttc cag tgt ttg gct aaa aac atg cct gac cca att 144
Gln Ile Pro Gly Phe Gln Cys Leu Ala Lys Asn Met Pro Asp Pro lle
35 40 45

acc gcg cga gag agc atc tgg ctg ccc ttc atg gag aca gag ctg cac 192
Thr Ala Arg Glu Ser lle Trp Leu Pro Phe Met Glu Thr Glu Leu His
50 55 60

tgt gac gag aag acc atc atc ata ggc cac agt tcc ggg gcc atc gca 240
Cys Asp Glu Lys Thr Ile Ile Ile Gly His Ser Ser Gly Ala Ile Ala
65 70 75 80

gcc atg agg tat gca gag aca cat cag gta tac gct ctc gta ttg gtg 288
Ala Met Arg Tyr Ala Glu Thr His Gln Val Tyr Ala Leu Val Leu Val
85 30 95

tct gca tac aca tca gac ttg gga gat gaa aat gag cgt gca agt qq9g 336
Ser Ala Tyr Thr Ser Asp Leu Gly Asp Glu Asn Glu Arg Ala Ser Gly "
100 105 110

tac ttc agc cgc ccc tgg cag tgg gag aag atc aag gcc aac tge cct 384
Tyr Phe Ser Arg Pro Trp Gln Trp Glu Lys Ile Lys Ala Asn Cys Pro
115 120 125

cac att ata cag ttt ggc tct act gat gac ccc ttc ctt ccc tgg aag 432
His Ile Ile Gln Phe Gly Ser Thr Asp Asp Pro Phe Leu Pro Trp Lys
130 135 140

gaa caa caa gaa gtg gca gat agc tgg acg cca aat tgt aca aat tca 480
Glu Gln Gln Glu Val Ala Asp Ser Trp Thr Pro Asn Cys Thr Asn Ser
145 150 155 160

Ctg acc gtg gtc act ttc aga aca cag agt tcc atg aac tga 522
Leu Thr Val val Thr Phe Arg Thr Gln Ser Ser Met Asn *
165 170

<210> 10

<211> 173

<212> PRT

<213> Mus musculus

<400> 10

SUBSTITUTE SHEET (RULE 26)
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Met Ala
1
Asp Val

Ser
Ala

Gln Ile Pro

35

Thr Ala Arg

50
Cys Asp Glu
65
Ala

Met Arg

Ser Ala Tyr

Phe Ser
115
Ile

Tyr

lle
130
Gin

His

Glu
145
Leu

Gln

Thr Val

<210>
<211>
<212>
<213>

<400>
cagagccctg
gcataggaca
cctgaagctc
tcgcaaaacc
tatggtgaca
tgagttctag
gaaactgtct
aagcattggt
agggatgtgg
ggtaattcac
aggtatccaa
cttggtctga

Pro Asn

Thr
20
Gly

His
Phe
Glu Ser
Lys Thr
Ala

85
Ser

Tyr

Thr
100
Arg Pro

Gln Phe

Glu Vval

Lys
Gly
Gln
Ile
Ile
Glu
Asp
Trp
Gly

Ala

Ala Val

Trp Tyr
Leu
40

Leu

Cys
Trp

Ile Ile

Thr His

Leu Gly

Gln Trp
120
Ser Thr
135

Asp Ser

150

Val Thr

165

11

714
DNA
Mus

11
aaaggttgtt
ctggagacac
acrggctagt
caaatgtaat
ctccectttta
gccagtctgg
taaacaaatt
acaactaata
agtatgagaa
aggtttgagt
gaactacaat
gagctgctgg

Phe

Arg Thr

musculus

gcatgagccc
agttcatgtc
attcttgcta
gtggaaatga
atgccagcac
tttacataga
aaggaacgtt
aaaagataac
cgctggaaaa
ttagctgcce
tcccagaagt
tccaaqgctgg

val
10
Trp

Pro
vVal
Lys Asn
Phe Met
Ser

75
Tyr

His
val

Glu Asn

Glu Lys Ile

Asp Asp Pro

Thr Pro
155

Ser

Trp
Gln Ser
170

gtgaaagtgg
cagcattcat
aaccaatgag
aggaaaagaa
tcaggagaca
cagctccagg
catttgaaaa
acattatgag
ggggtaaatc
gtgcrrtage
ccgcagtgca
gcaaggtctc

Gly Asn Gly
Gly
30

Asp

Lys Lys

Met Pro

Glu
60
Ser

Thr Glu

Gly Ala

Ala Leu Val
Ala
110

Asn

Glu Arg
Ala
125
Leu

Lys
Phe Pro
140
Asn

Cys Thr

Met Asn

agtttcagtg
ggagtgggag
ctccaaattc
gacacccaac
aaaagcaggc
ccagtaaggg
aaaataaacc
cacgctgttg
aaagataatt
cagaaaatgc
ggctctgggce
ccacgtctac
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Gly Gly
15
Leu Glu
Pro 1lle
Leu His
Ile Ala
80
Leu Vval
95
Ser Gly
Cys Pro
Trp Lys
Asn Ser
160
gtagtggata 60
cagagagttc 120
acagatcttg 180
actgactgaa 240
agatcttttg 300
gctacgtaat 360
ttccttaaag 420
ccagcacata 480
aatatttgat 540
gtaggcctgc 600
cggatgtagt 660
attc 714



WO 99:4381 1
1720

ueig &
Bun-
/{eups)q
19AIT7
sonsa| -
uae|ds
HesH g

FI1G. 1

Rat BOG

SUBSTITUTE SHEET (RULE 26)

PCTARIS99/04142



WO 99/43811

PCT/US99/04142

2/20

£
- H
¢ 5§
g z 2
+ + (c:v = ~
= &=
g &€ £ 8§ F &
? =i qud-poy
&1 oos-nuv
wnnmmy-aad
21 qudpov
=] oDognav
o | susmun-a4d
€ « = g = g 2 = g
~ < v ~ o w ~ * o
U 'T
- 2
= = N
& < =
S < L5
= = e
< < <

FIG. 2(A) A
FIG. 2(B) B

SUBSTITUTE SHEET (RULE 26)



WO 99743811 PCT/US99/04142
3/20
(6
-
=
Y
-y <
£1 + :
L | 1
<
2|3
! ooa-nue
- [=]
o < | oeid-pue
o~ j=Y
‘i' (03U0D
- <
1+ )
:l . - Dog-pue
< o
Lo1d-nue
2 ’ + =
= t jonuos
2
-4
=Y
y noe-iue
- < Kol
o2 . o4 .
~]T qud-nue
:dj ; E
- < jodjuca
i+
=] . .
S - & 8 88
¢ &
= A

FIG.2(C) ¢
FIG.2(D) D

SUBSTITUTE SHEET (RULE 26)



PCT/US99/04142

WO 99/43811

4720

sout 190

(D)g

Old

v

V)¢ OId

SUBSTITUTE SHEET (RULE 26)



WO 9974381 1

Tumor Cell Line

i

Si

728

€L
¢l
iL

N

168
31

FIG. 4A) A

5720

FIG.4(B) B

SUBSTITUTE SHEET (RULE 26)

PCT/US599/04i42



PCT/US99/04142

WO 99:438i1

6720

0zi-2 01 §

(cLL1081S3) 89Z2ZN

 {rg0ozsuw)
" S9PGOIVY

SLLI08
2U0[> YNQO suajdesowoH INLYM

268069 8UOJ <z.no vyewoused
sjuolique asnow ausbeyeng

8zZ1-9 0°C

(1 2oqgtaw)
p8ZYSLVY

U0} YNG? SIWAINE @snow saeos

apL-* 91 §

oak-o 9 §

(1-goybgow)
6LShLL

128229

191 18g 8Uo(d
adpg 0L NGO oluque asnow yd9 | 3J

6109

stoszwv | w:w_o. YNQ? ewouzjou asnow susbejens
(Nid ANjeqold  Jaquinu juequas | aweN
SLINSIH HOWVYIS LSYV18

¢ DI

SUBSTITUTE SHEET (RULE 26)



WO 99:43813 PCT/US99/04142

7720
J1EOH
ujelg

uo9jdsg
: Bun
~~

o ISAIT

N’

O ojosnuwi |9y s

: Asupiy

CD :

—_— S3Iisd

. 3S8 1

~ spiepuels

< piep

N=$ jo13u0)

&) 98S

—

| ¥

SUBSTITUTE SHEET {RULE 26)



WO 99/43811

FI1G. 7

Genomic Southern Blot

[

uewinyy

8/20

3SB3
uaIIYD)

s
—

qqey
MmoD)
So(g
3SNO
1oy

PCT/US99/04142

SUBSTITUTE SH

EeT

(RULE 26)




WO 99:438:1

FIG. 8(A)

9/20

FIG. 8(B)

SUBSTITUTE SHEET (RULE 26)

PCT/AUSYO/04142




PCT/USY9/63132

WO 99/43811

10720

LAz

(dqooz1-) (dqoo8-) <--11d
S -=>(d
TN ---> €LY --> (dqrgrn (dqo81 1 - ) ¥EIW

i‘l
L]

( paduanbas saie v,une_u 'L 194X - 1903

— > noiday 2. 020
i 1yowmoad aangeynd  <--UCIN
oLv sHg LSV1d 03 uotdaa
1(dq gL _ sn oSojouoy dq 001

VI-> dq ¢v)

cL >
<-- 11y

(D)8 ‘Ol _

SUBSTITUTE SHEET (RULE 26)



FIG. 9

WO 99/43811

FIG. 9(A)

11720

PCT USY9/04142

SUBSTITUTE SHEET (RULE 26)

FIG. 9(B)




WO 99/43811

12/20
_
= <
S22
o woO
020N 0w 0 F %¢C'0
tydy 23 O°ON
< v gRe @ e
— Wi ~ oW —
- AT S o© ) iatiee
= : T 9 AT
e %Z0 (&2 .

B5T

RLE

SUBSTITUTE SHEET (RULE 26)

PCT:US99/G4142



PCT/US99/04142

WO 99/43811

13720

Ay 87
1y $7
14 07
14 91
Y T
g
149
1y §
)i 4
Ay

[ouo)

SUBSTITUTE SHEET (RULE 26)



PCT/USY9/04142

WO 9933811

14720

(LSHETI-LLI9EY)

s3uop
. 1122 3)buis
Ji19gY
(r1°ZM) I (t'€-119€Y) (158
sauopd dw Ipau sauop sauo)d
1123 3jbuis o1uy uondIy) §123 ajbuls 1192 ajbuis
_ _ oA U]
abessed
pabuojosd
20y d119£Y (E14537Y)
S”UOP
1192 ajbuys
JAw-A/yed-A JeI-A iim
Yim padaju| pa133juj —||I—l||_
S||92
I

7104

£ 26)

SUBETITUTE SHEET (RUL



WO 99/43811 PCT/US99/04142
FIG. I3B 10720
""" > CPIB (14.00 2.0000)
¢mmnme ACE (14.00 2.0000)
00151 AACCAATGAGCTCCAAATTCACAGATCTTGTCGCAAAACCCAAATGTAAT

......... > C/EBP  {10.00 2.0000)
......... > CBF (1)  (10.00 2.0000)
......... > CBE (2)  (10.00 2.0000)

CBF-A (10.00 2.0000)
CBF-B
CCAAT-binding factor

{10.00 2.0000)
{10.00 2.0000)

--------- > CDE {10.00 2.0000)
--------- > CRF {10.00 2.0000)
......... > CTE (10.00 2.0000)
......... > NF-Y {10.60 2.0000)
......... > NF-Y' (10.00 2.0000)

L alpha-CBF {10.00 2.0000)
PSR alpha-CPl  (10.00 2.0000)
N alpha-CP2a, alpha-CP2b  (10.00 2.0000)
Cmmmmmnmne alpha-IRP {10.00 2.0000)
Cmmmmmmmem CDP  (10.00 2.0000)
D CDP2  (10.00 2.0000)
D Clox  (10.00 2.0000)
{mmmmmm e cpl {10.00 2.0000)
Commmmmm CPl  (10.00 2.0000)
DI CPZ  (10.00 2.0000)
D Cux  (10.00 2.0000)
Comommmmmm En  (16.00 1.6000)

S et H1TF2 (10.00 2.0000)
Kmmmmme e NE-1 (10.00 2.0000)
D NE-E  (10.00 2.0000)
Cuemmmm e NF-E (10.00 2.0000)
Qmemmmmmen SRF  (10.00 2.0000)
e TGGCA-binding protein  {10.00 2.0000)

-------- > HiNF-A

{12.00 1.0000)

S CP2  (10.00 0.9091)
—---> I0F-1  (20.00 1.6667)
e > HiNF-A {12.00 1.0000)
Cmmmmeeme AGP/EBP  (10.00 1.1111)
DI AP 3 (2)  (13.00 1.6250)
e 1gPE-1 {16.00 2.0000)
Gommmmnee LA? (10.00 1.1111)
DI NE-1L6 (1000 1.1111)
P NF-ILebeta  (10.00 1.1111)
00201 GTGGAAATGAAGGAAAAGAAGACACCCAACACTGACTGAATATGGTGACA
mmmm e ﬁ' (14.00 0.9333)
D !{ﬁ {14.00 0.9333)
(ommccrrecaccna ﬁ (14.00 0.9333)
D

(14.00 0.9333)
(14.00 0.9333)

HSFL (long)
HSF1 (short)
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(12.00 1.0909)

16720
FIG. 13C
Cmmmemcmcmmm——- HSF1  (14.00 0.9333)
----- > c-Ets=2  (12.00 2.0000)
Cmmmne c-Ets-1 54  (11.00 1.2333)
Commen c-Ets-1 68  {11.00 1.8333)
— c-Ets-2 58-64  (11.00 1.8333)
S PEAJ  (11.00 1.8333)
PR PEA3  (11.00 1.8333)
Commmn PER3 {11.00 1.8333)
..... > GR (12.00 2.0000)
<---- CACCC-binding factor (10.00 2.0000)
<---- gammaCAC] {10.00 2.0000)
<---- gammaCAC2  (10.00 2.0000)
....... > AP-17  (16.00 2.0000)
----- > GCN4  {12.00 2.0000)
.......... > delta factor
.......... > YY1 (12.00 1.0909)
<-omm- myc-CF1 (10.00 1.6667)
------ > p300
00251

CTCCCTTTTAATGCCAGCACTCAGGAGACAARRAGCAGGCAGATCTTTIG

--==> NF-1/L {10.00 2.0000)
----- > GCN4 {12.00 2.0000)
Commme Zeste (12.00 2.0000)
L Zeste (12.00 2.0000)

-===> ADRI1 {10.00 2.0000)

{14.00 2.0000)

{(10.00 2.0000)
{10.00 2.0000)

{10.00 2.0000)

(12.00 1.2000)

(11.00 1.0000)
(12.00 2.0000)

--==> LVc (10.00 2.0000)
===-> leste
--==> leste
00301 TGAGTTCTAGGCCAGTCTGGTTTACATAGACAGCTCCAGGCCAGTAAGGG
Cmmmm GR  (12.00 2.0000)
--------- > NF-IL-2A (16.00 1.6000)
......... > 0ct-1  (16.00 1.6000)
--------- > Oct-2.1 (16.00 1.6000)
(rmmemmmmenn VBP (20.00 1.6667)
- aee- > NF-E (10.00 2.0000)
<---- 1-Ag
......... > E4BP4
00351 GCTAGCTAATGARACTGTCTTAAACARRTTAACCAACGTTCATTTGAARA
..... > I0F-1  {10.00 1.6667)
e STE12 (16.00 2.0000)
<--==NE-E  {10.00 2.0000)
C(omommmmoan Ftz 118.00 1.6364)
--------- > HOXAS  (10.00 1.0000)
----- > ¢-Ets-2 (12.00 2.0000)
.
----- > TEIID
--:::--> Hb
00401 B

- AARATAAACCTTCCTTAARGRAGTATTGGTACAACTAATAAAAAGATAAC
-------- > AGP/EBP {10.00 1.1111)
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FIG. I3A
Sequence
RLHEXRT-3
00001 CAGAGCCCTGAAAGGTTGTTGCATGAGCCCGTGARAGTGGAGTTTCAGTG
P T—— NF-W1 (16.00 2.0000)
Cemmmmen NF-W2 (16.00 2.0000)
(~-== Zeste (12.00 2.0000)
<---- Zeste (12.00 2.0000)
.. PRI BAF1 (10.00 0.8333)
00051 GTAGTGGATAGCATAGGACACTGGAGACACAGTTCATGTCCAGCATTCAT
(e C/EBP  (13.00 1.6250)
Cmmmmmne C/EBP {13.00 1.6250)
S C/EBP  (13.00 1.6250)
L C/EBP {13.00 1.6250)
---=> RF-E (10.00 2.0000)
..... > GR {12.00 2.0000)
----> ADR1 {10.00 2.0000)
F - GR {12.00 2.0000)
.......... > CBE (2) (16.00 1.6000)
.......... > SRF  (16.00 1.6000)
(rmmmma Pit-la {14.00 2.0000)
00101 GGAGTGGGAGCAGAGAGTTCCCTGAAGCTCACTGGCTAGTATTCTTGCTA

<---- GR (10.00 2.0000)

........ > AGP/EBP {10.00 1.1111)
........ > C/EBP (11.00 1.2222)
........ > C/EBP {11.00 1.2222)
........ > C/EBP (11.00 1.2222)
........ > C/EBP (11.00 1.2222)
........ > C/EBP (11.00 1.2222)
........ > LAP {10.00 1.111}1)
-------- > NF-1L6 (10.00 1.1111)
........ > NF-1Lébeta {10.00 1.1111)
P S CP2 (10.00 0.9091)
_____ > CPIA {14.00 2.0000)
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FIG. 13D

ceenemee-

c¥Ets

c-Bts
LAP

> NF-IL6
RE-IL6beta

PEA]
> PEA3
> PEA3

c-Ets
-2 58-64

kappaY factor
c-Ets-2

18720

-1 54
-1 68

(11.00 1.8333)
{11.00 1.8333)

{11.00 1.8333)
(10.00 1.1111)
(10.00 1.1111)

{10.00 1.1111)
(11.00 1.8333)
(11.00 1.8333)
{11.00 1.8333)
(16.00 2.0000)

(12.00 2.0000)
----> alpha-CBF  (10.00 2.0000)
----> alpha-CPl (10.00 2.0000)
----> alpha-CP2A, alpha-CP2b
———=> algha-IRP
cm—=d (_:E
----> COR2
--=-> Clox
----> CPl
———=>
——==>
———=>
———=>

———->

{10.00 2.0000)
{10.00 2.0000)
{10.00 2.0000)
(10.00 2.0000)
(10.00 2.0000}
{10.00 2.0000)
{10.00 2.0000)
(10.00 2.0000)
(10.00 2.0000)
(10.00 2.0000)
(10.00 2.0000)
{10.00 2.0000)
(10.00 2.0000)

-——=>

——>

---=>
-—>
<_-—-

Cmmme

(10.00 2.0000)
{10.00 2.0000)
(10.00 2.0000)

CBF-2 {10.00 2.0000)

CBF-B {10.00 2.0000)

<~--- CCAAT-binding factor

<---- CDF (10.00 2.0000)

<---- CRF {10.00 2.0000)

CTF {10.00 2.0000)

(10.00 2.0000)

{10.00 2.0000)
> HOXAS

> Hb

Cmmme

CBF (2)

Comme

(e

{10.00

Cowmm
Commmm
(ommnm

- -
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(10.00 2.0000)

{10.00 2.0000)

2.0000)

{10.00 1.0000)
(16.00 1.6000)

(12.00 2.0000)
(10.00 1.6667)
(10.00 1.6667)
{10.00 1.6667)
(10.00 1.6667)
(10.00 1.6667)
(10.00 1.6667)
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FIG. I3E 19720
c----- GATA-2  (12.00 2.0000)
¢----- GATAS3  (10.00 1.6667)
¢----- GATA-3  (10.00 1.6667)
¢----- GATA-3  (10.00 1.6667)
(mmmma GATA-3 (10.00 1.6667)
¢----- GATAS3  (10.00 1.6667)
{==mn- NF-Elb {10.00 1.6667)
{===== NF-Elc (10.00 1.6667)
---~> DBF-A (10.00 2.0000)
¢---- GALA  (10.00 2.0000)
¢---- TBP  (10.00 2.0000)
00451 ACATTATGAGCACGCTGTTGCCAGCACATAAGGGATGTGGAGTATGAGAA
——--> NF-1/L (1000 2.0000)
T ----> GCRI  {10.00 2.0000)
------- > giEEE (14.00 1.7500)
....... > C_/_E_gg (14.00 1.7500)
------- > QZEQE (14.00 1.7500)
....... > ELEEE (14.00 1.7500)
------- > EZEEE (14.00 1.7500)
00501 GCGTGGAAAAGGGGTARATCAAAGATAATTAATATTTGATGGTAATTCAC
D AGP/EBP  (13.00 1.8571)
----------- > HiNF-2A {12.00 1.0000)
Commmmmnn KT (16.00 1.6000)
¢----Pit-la  (10.00 2.0000)
TTT-> GATAl  (12.00 2.0000)
(ommmm GATA-1 (10.00 1.6667)
(mmme—e GATA-1 (10.00 1.6667)
(mommm-m GATA-1 {10.00 1.6667)
C----- GATA-2  (10.00 1.6667)
<----- GATA=2  (10.00 1.6667)
<----- GATA-2  (10.00 1.6667)
¢---—-- GATA-2  (12.00 2.0000)
<----- GATAS3  (10.00 1.6667)
<----- GATAS3  (10.00 1.6667)-,
Co--e- GATA-3  (10.00 1.6667) -
C----- GATA-3  (10.00 1.6667)
<----- GATA-3  (10.00 1.6667)
<----- WF-EIb  (10.00 1.6667)
¢----- NF-Elc  (10.00 1.6667)
--------- > DBF-A (10.00 2.0000)
--------- > HOXAS (10.00 1.0000)
ommmmemen GALZ  (10.00 2.0000)
e~ TBP (10.00 2.0000)
P N-Oct-3  (12.00 1.7143)
Commmee N-Oct=3  (12.00 1.7143)
P N-Oct-3  (12.00 1.7143)
00551 AGGTTTGAGTTTAGCTGCCTGTGCTTTAGCCAGAAAATGCGTAGGCCTGC
----> Zeste {10.00 2.0000)
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FIG. I3F

----> Zeste {10.00 2.0000)
e cp2 {11.00 1.0000)

......... > Kerl (16.00 1.6000)

<==-- LVc ~ (10.00 2.0000)
00601 AGGTATCCAAGAACTACAATTCCCAGAAGTCCGCAGTGCAGGCTCTGGGE

----- >GR  (12.00 2.0000)
T e > AGP/EBP  (13.00 1.8571)
-------- > IL-6 RE-BP  (18.00 2.0000)
........ > IL-6 RE-BP  (18.00 2.0000)
T e Spl  (16.00 1.6000)
--==> Spl ~ (10.00 2.0000)
--=-> V¢ (10.00 2.0000)
----> GAL4  (10.00 2.0000)
-==->GR  (10.00 2.0000) .
<---- T-Ag  (10.00 2.0000)
...... > GCE (10.00 1.4286)

D —— Elk-1 {10.00 1.0000)
{mmmmmmmme c-Ets-1 {16.00 1.6000)
Cemmmman c-Bts-1 54 (12.00 1.5000)
S c-Ets-1 68 {12.00 1.5000)
Comemaem c-Ets-1 {12.00 1.5000)
ST PEA3 {12.00 1.5000)
Comemmme PEA3 {12.00 1.5000)
(s PEA3 {12.00 1.5000)
......... > Bed {16.00 1.6000)
C=mmemmame El1A-F {14.00 2.0000)
00651 CGGATGTAGTCTTGGTCTGAGAGCTGCTGGTCCAAGCTGGGCAAGGTCTC
-==-> GCR1 {10.00 2.0000)
Crommmmmeee EFII (18.00 1.6364)
- <=-=-~ H4TF-2 {10.00 2.0000)
P GCE (10.00 1.0000)
<==== T-2g (10.00 2.0000)
<---- LF-Al {10.00 2.0000)
- P S ELP {14.00 2.0000)
<---- ADR1 (10.00 2.0000)
00701 CCACGTCTACATTC
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